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AMENDMENTS TO THE CLAIMS 

1-53. (Cancelled) 

54. (Currently Amended) The transformant according to claim 53 any one of claims 55 
or 56 , wherein the biosurfactant is hydrophobin or a hydrophobin homologu e d e rived from 
biosurfactant is encoded by the genome of A spergillus oryzae. 

55. (Currently Amended) Th e transformant according to claim 5 4 A transformant 
comprising a nucleic acid sequence encoding a biosurfactant and a nucleic acid sequence 
encoding a plastic-degrading enzyme , 

wherein the DNA comprising th e g e n e nucleic acid sequence encoding the biosurfactant 
encodes a hydrophobin or a hydrophobin homologu e is a DNA comprisin g a bas e sequ e nc e 
e ncoding th e following polyp e ptide (a) or (b) : 

(a) polyp e ptid e having an the amino acid sequence that is th e sam e or substantially th e 
same as that r e pr e s e nted by of SEQ ID NO:l , SEQ ID NO:2 or SEQ ID NO:3 , or 

(b) polyp e ptid e having an amino acid sequenc e of (a) wh e r e in a part of amino acid 
r e sidu e s ar e r e plac e d, del e t e d, or add e d, and having substantially th e sam e function as th e 
hydrophobin the amino acid sequence at least 90% identical to SEQ ID NO:L 



56. (Currently Amended) Th e transformant according to claim 54 A transformant 
comprising a nucleic acid sequence encoding a biosurfactant and a nucleic acid sequence 
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encoding a plastic-degrading enzyme, wherein the DNA comprising th e gone nucleic acid 
sequence encoding the biosurfactant comprises hydrophobin or hydrophobin homologu e is a 
DNA of the following (a) or (b) : 

(a) DNA comprising a bas e s e qu e nc e r e pr e s e nt e d by a nucleic acid sequence of SEP ID 
NO:l , SEQ ID NO:2 or SEQ ID NO:3 or its partial sequence,; 

(b) DNA b e ing hybridiz e d a nucleotide sequence which hybridizes with a base nucleotide 
sequence complementary to the DNA comprising th e bas e s e qu e nc e in (a) full length of the 
nucleotide sequence of SEQ ID NO:l under stringent conditions , and having substantially the 
sam e function as th e DNA (a) comprising a sodium concentration of 900 mM and pH of 6 to a 
pH of8at68°C; or 

(c) a nucleotide sequence at least 95% identical to SEP ID NO:l . 

57-59. (Cancelled) 

60. (Currently Amended) The transformant according to claim 53 any one of claims 55 
or 56 , wherein the plastic-degrading enzyme is a serine hydrase from encoded by the genome of 
Aspergillus oryzae. 

61. (Previously Presented) The transformant according to claim 60, wherein the serine 
hydrase is an esterase. 
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62. (Previously Presented) The transformant according to claim 61, wherein the esterase 
is a cutinase. 

63-64. (Cancelled) 

65. (Currently Amended) The transformant according to claim 53 any one of claims 55 
or 56 , which [[is]] further pr e par e d by r e combination with th e us e of DNA comprising a g e n e 
comprises a nucleic acid sequence encoding a us e ful substance protein involved in a biosynthesis 
or an enzyme . 

66. (Currently Amended) A transformant pr e par e d by r e combination with th e us e of the 
DNA comprising th e g e n e a nucleic acid encoding [[the]] a hydrophobin d e riv e d from 
Asp e rgillus oryza e , th e DNA comprising th e g e n e , a nucleic acid encoding [[the]] a cutinase 
d e riv e d from Asp e rgillus oryza e , and a DNA comprising a g e ne nucleic acid encoding an 
amylase , wherein said hydrophobin and said cutinase are encoded by the genome of Aspergillus 
oryzae . 

67. (Currently Amended) The transformant according to claim 53 any one of claims 55 
or 56 , wherein at least one of the DNA comprising th e g e n e nucleic acid encoding the 
biosurfactant and the DNA comprising th e g e n e nucleic acid encoding the plastic-degrading 
enzyme is expressed under the control of a promoter d e riv e d from anoth e r g e ne . 



4 



GMM/TJS/mua 



Application No. 10/532,423 Docket No.: 4600-01 12PUS1 

Amendment dated December 7, 2007 
Reply to Office Action of July 9, 2007 

68. (Currently Amended) The transformant according to claim 53 any one of claims 55 
or 56, which is wherein the transformant organism is a eukaryotic filamentous fungus selected 
from the group consisting of g e n e ra of : Aspergillus, Penicillium, Trichodcra Trichoderma* 
Rhizopus, Magnaporthe, Metarhisium, Neurospora, Monascus, Acremonium and Mucor. 

69. (Currently Amended) The transformant according to claim 68, which is g e nera of 
wherein the transformant organism is Aspergillus, 

70. (Currently Amended) The transformant according to claim 69, which is wherein the 
transformant organism is Aspergillus oryzae. 

71. (New) The transformant according to any one of claims 55 or 66, wherein the 
hydrophobin comprises the amino acid sequence at least 99% identical to SEQ ID NO:l. 

72. (New) The transformant according to any one of claims 55, 56 or 66, wherein the 
hydrophobin comprises a region having 100% sequence identity to SEQ ID NO:l. 

73. (New) The transformant according to any one of claims 55 or 56, wherein the plastic 
degrading enzyme is selected from the group consisting of: esterase, protease, peptidase, lipase, 
cutinase and serine hydrase. 
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